1 summarizes the crystal and experimental data. During the data collection at room temperature, decay was not observed. All intensity data were corrected for Lorentz and polarization factors, but not for absorption. The structure was solved by a direct method (sir 92), and refined by full-matrix least-squares with anisotropic thermal parameters for the non-hydrogen atoms. The hydrogen atoms were located geometrically and were not refined. The final atomic parameters are given in Table 2 .
The Pd complex molecule and the solvate molecule lay on a crystallographic twofold axis.
Some selected geometric parameters are given in Table 3 . As shown in Fig. 2 , the Pd atom was coordinated by two P and two C atoms in squareplanar arrangement. The coordination geometry around Pd atom was essentially identical with the geometries found in Pd(PPh3)2X2 (2, X = Cl 1 ; 3, X = I 2 ). The Pd-P distance 2.3333(6)Å was slightly longer than the corresponding distances in 2 [2.345(1)Å] and 3 [2.345(2)Å]. The angles P(1)-Pd(1)-P(1)* and C(19)-Pd(1)-C(19)* were 177.8˚ and 177.7˚, respectively. The corresponding angles were 175.2˚ and 177.8˚ in 2, and 178.8˚ and 168.8˚ in 3. The least square plane through the four atoms (P(1), P(1)* C(19), C(19)*) was coplanar to within 0.002 Å. The Pd atom was displaced by 0.043 Å from the mean plane towards the P atoms. The corresponding value was 0.7 Å in 2. The deviation from the planarity was less than the deviations in 2 and 3.
One dichloromethane molecule was occluded per one Pdcomplex. The shortest distance between solvate molecule and Pd complex was 3.540 Å for Cl(1)-C(17)(0.5 + x, 0.5 -y, z).
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